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AMENDMENTS TO THE SPECIFICATION 



Please replace the paragraph on page 5, lines 17-22 with the 
following amended paragraph 

The MN protein has also been identified with the G250 

antigen. Uemura et al . , "Expression of Tumor-Associated Antigen 

MN/G250 in Urologic Carcinoma: Potential Therapeutic Target," 

tf-ee l., 15 4 J. Urol., 157 (4 Suppl . ) : 377 (Abstract 147S; 1997) 

states: "Sequence analysis and database searching revealed that G250 

antigen is identical to MN, a human tumor-associated antigen 



identified in 


cervical carcinoma 


(Pastorek et al., 


1994) 


Please 


replace 


the Table 1 


on pag 


e 26 with the following 


Table 1 
















TABLE 1 

Exon-Intron Structure of the Human MN Gene 




Exon 


Size 


Genomic 
Position** 


SEQ 
ID NO 


5'splice 
donor 


SEQ 
ID NO 


1 


445 


*3507-3951 


28 


AGAAG gtaagt 


67 


2 


30 


5126-5155 


29 


TGGAG gtgaga 


68 


3 


171 


5349-5519 


30 


CAGTC gtgagg 


69 


4 


143 


5651-5793 


31 


CCGAG gtgagc 


70 


5 


93 


5883-5975 


32 


TGGAG gtacca 


71 


6 


67 


7376-7442 


33 


GGAAG gtcagt 


72 


7 


158 


8777-8934 


34 


AGCAG gtgggc 


73 


8 


145 


9447-9591 


35 


GCCAG gtacag 


74 


9 


27 


9706-9732 


36 


TGCTG gtgagt 


75 



3 
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10 


82 


10350-70431 


37 


CACAG gtatta 


76 






10350-10431 








11 


191 


10562-10752 


38 


ATAAT end 








Genomic 


SEQ 


3'splice 


SEQ 


Intron 


Size 


Position ** 


ID NO 


acceptor 


ID NO 


1 

I 


1 174 


3952-5125 


3Q 




77 


9 










7ft 




1 ?1 
1 *J 1 




41 


anrman Tf^PAA 


7Q 


A 




^7Q4-^8ft9 




tttran ATPPA 




o 




^Q7R 7^7*\ 

oy / d- / o t o 


A^K 


ccccag umouu 


O 1 


6 


1334 


7443-8776 


44 


tcacag GCTCA 


82 


7 


512 


8935-9446 


45 


ccctag CTCCA 


83 


8 


114 


9592-9705 


46 


ctccag TCCAG 


84 


9 


617 


9733-10349 


47 


tcgcag GTGACA 


85 


10 


130 


10432-10561 


48 


acacag AAGGG 


86 



k positions are related to nt numbering in whole genomic sequence including the 5' 

flanking region [Figure 2A-FJ 
* number corresponds to transcription initiation site determined below by RNase 

protection assay 
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